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CHAIRMAN MESSAGE: | am happy to know that Jeevan
santhi, the newsletter of SRCP is releasing for publication. This
newsletter updates co-curricular and extracurricular activities
of the college. The college aims at preparing the students as
pharmacist &making them aware of rights and duties of
stipulated moral issues in pharmacy ethics and values. | think
most of the parents would have a major attraction to such
specialized institute to educate their wards and enable them to
grow in a caring environment to adopt a meaningful and
successful career”.

Dr.M.Santhiramudu, CHAIRMAN, RGM GROUP

PRINCIPAL MESSAGE: It is with immense pleasure to
release of 2'issue of SRCP newsletter Jeevan santhi. We all
know that newsletter of any college is the mirror image of the
college and reflect its vision and mission. This newsletter talks
about people and program which makes SRCP one of the
leading pharmaceutical education center in Kurnool district,
Andhra Pradesh. | hope this newsletter will be act as a platform
to encourage many ofourstaff and students to share their views.

Dr. C.Madhusudhana Chetty, PRINCIPAL

Editor’s Desk:We, the Editorial committee has great privilege on releasing
the News Letter (Vol-5) Jeevan santhi of Santhiram College of Pharmacy.
This news letter carries the information of our activities and achievements
that happened in our campus. We extend our sincere thanks to our beloved
Chairman for the generous support and also grant permission to release the
Departmental News Letter which will serve as a platform for today’s
Pharmacists to share the knowledge and recent advances pertaining to the
Pharmacy Profession.

Felicitations to Rtd Teachers on Eve of TEACHERS DAY - 2021




SARS-COV-2 VARIANT CLASSIFICATIONS AND DEFINITIONS

Viruses like SARS-CoV-2 continuously evolve aschanges in the genetic code
(genetic mutations) occur during replication of the genome. A lineage is a genetically
closely related group of virus variants derived from a common ancestor. A variant has
one or more mutations that differentiate it from other variants of the SARS-CoV-2
viruses. As expected, multiple variants of SARS-CoV-2 have been documented in
the United States and globally throughout this pandemic. To inform local outbreak
investigations and understand national trends, scientists compare genetic differences

between viruses to identify variants and how they are related to each other.

Key Definitions

Mutation: A mutation refers to a single change in a virus’s genome (genetic code).
Mutations happen frequently, but only sometimes change the characteristics of the
virus.

Lineage: A lineage is a group of closely related viruses with a common ancestor.
SARS-CoV-2 has many lineages; all cause COVID-19.

Variant: A variant is a viral genome (genetic code) that may contain one or more
mutations. In some cases, a group of variants with similar genetic changes, such as a
lineage or group of lineages, may be designated by public health organizations as
a Variant of Concern (VOC) or a Variant of Interest (VOI) due to shared attributes

and characteristics that may require public health action.

« Genetic lineages of SARS-CoV-2 have been emerging and circulating around the
world since the beginning of the COVID-19 pandemic.

« SARS-CoV-2 genetic lineages in the United States are routinely monitored
through epidemiological investigations, virus genetic sequence-based

surveillance, and laboratory studies.



https://covid.cdc.gov/covid-data-tracker/#variant-proportions
https://covid.cdc.gov/covid-data-tracker/#global-variant-report-map
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#concern
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#interest

On November 30, 2021, the U.S. government SARS-CoV-2 Interagency Group

(SIG) classified Omicron as a Variant of Concern (VOC). This classification was

based on the following:

o

Detection of cases attributed to Omicron in multiple countries, including
among those without travel history.

Transmission and replacement of the Delta variant in South Africa.

The number and locations of substitutions in the spike protein.

Available data for other variants with fewer substitutions in the spike
protein that indicate a reduction in neutralization by sera from vaccinated or
convalescent individuals.

Available data for other variants with fewer substitutions in the spike
protein that indicate reduced susceptibility to certain monoclonal antibody

treatments.

The SIG Variant classification scheme defines four classes of SARS-CoV-2

variants:

@)

o

o

Variant Being Monitored (VBM)
= Alpha
- Beta
«  Gamma
= Epsilon
- Eta
= |ota
- Kappa
= Mu
« Zeta
Variant of Interest (VOI)
Variant of Concern (VOC)
= Delta

=  Omicron



https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-info.html#anchor_1632154493691
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-info.html#anchor_1632150752495
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632158885160
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632154493691

o Variant of High Consequence (VOHC)

. To date, no variants of high consequence have been identified in the United
States.

« Vaccines approved and authorized for use in the United States are effective
against the predominant variant circulating in the United States and effective
therapeutics are available. CDC continues to monitor all variants circulating
within the United States.

How Variants Are Classified

The U.S. Department of Health and Human Services (HHS) established a SARS-CoV-2
Interagency Group (SIG) to enhance coordination among CDC, National Institutes of
Health (NIH), Food and Drug Administration (FDA), Biomedical Advanced Research
and Development Authority (BARDA), and Department of Defense (DoD). This
interagency group is focused on the rapid characterization of emerging variants and
actively monitors their potential impact on critical SARS-CoV-2 countermeasures,
including vaccines, therapeutics, and diagnostics.

The SIG meets regularly to evaluate the risk posed by SARS-CoV-2 variants
circulating in the United States and to make recommendations about the classification of
variants. This evaluation is undertaken by a group of subject matter experts who assess
available data, including variant proportions at the national and regional levels and the
potential or known impact of the constellation of mutations on the effectiveness of
medical countermeasures, severity of disease, and ability to spread from person to
person. Given the continuous evolution of SARS-CoV-2 and our understanding of the
impact of variants on public health, variants may be reclassified based on their attributes

and prevalence in the United States.

« Variants being monitored (VBM)— View current VBM in the United States that
continue to be monitored and characterized by federal agencies

« Variant of interest (VOI)— Currently, no SARS-CoV-2 variants are designated as
VOI



https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632158924994
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-info.html#anchor_1632150752495
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632158885160

« Variant of Concern (VOC)- View current VOC in the United States that are being
closely monitored and characterized by federal agencies

« Variant of high consequence (VOHC)- Currently, no SARS-CoV-2 variants are
designated as VOHC

Variants Being Monitored (VBM)

CDC monitors all variants circulating in the United States. Variants designated as
VBM include those where data indicates there is a potential or clear impact on approved
or authorized medical countermeasures or that have been associated with more severe
disease or increased transmission but are no longer detected, or are circulating at very
low levels, in the United States. These variants do not pose a significant and imminent
risk to public health in the United States.

A Variant of Interest or a Variant of Concern may be downgraded to this list after
a significant and sustained reduction in its national and regional proportions over time,
or other evidence indicates that a variant does not pose significant risk to public health
in the United States.

These variants continue to be closely monitored to identify changes in their
proportions and new data are continually being analyzed. If the data indicate that a VBM
warrants more concern, the classification will be changed based on the SIG assessment

of the attributes of the variant and the risk to public health in the United States.

WHO Label: Omicron

Pango Lineage: B.1.1.529 (Pango lineageexternal icon)

Spike Protein Substitutions: A67V, del69-70, T95I, dell42-144, Y145D, del211,
L2121, ins214EPE, G339D, S371L, S373P, S375F, K417N, N440K, G446S, S477N,
T478K, E484A, Q493R, G496S, Q498R, N501Y, Y505H, T547K, D614G, H6E55Y,
N679K, P681H, N764K, D796Y, N856K, Q954H, N969K, L981F.

First Identified: South Africa



https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632154493691
https://www.cdc.gov/coronavirus/2019-ncov/variants/variant-classifications.html?CDC_AA_refVal=https%3A%2F%2Fwww.cdc.gov%2Fcoronavirus%2F2019-ncov%2Fvariants%2Fvariant-info.html#anchor_1632158924994
https://cov-lineages.org/
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COVID - 19 STATISTICS

Covid cases and deaths, from JHU CSSE COVID-19 Data, up to on Dec 2021, India.

L ocation Cases Deaths
Mabharashtra 66.4 L 141 L
Kerala 518L 42,014
Karnataka 30L 38,249
Tamil Nadu 27.3 L 36,560
Andhra Pradesh 20.7L 14,457
Uttar Pradesh 17.1L 22,911
West Bengal 16.2 L 19,568
Delhi 144 L 25,100
Odisha 105L 8,426
Chhattisgarh 101 L 13,594
Rajasthan 9.55 L 8,956
Gujarat 8.28 L 10,095
Madhya Pradesh 7.93 L 10,529
Haryana 7.72 L 10,055
Bihar 7.26 L 12,090
Telangana 6.78 L 4,002
Assam 6.18 L 6,127
Punjab 6.04 L 16,614
Jharkhand 349 L 5,141
Uttarakhand 3.44L 7,411
Jammu and Kashmir 3.38 L 4,489
Himachal Pradesh 2.28 L 3,857
Goa 1.79L 3,388



https://github.com/CSSEGISandData/COVID-19

Mizoram

1.37L 509
Puducherry 1.29 L 1,876
Manipur 1.25L 1,985
Tripura 84,888 826
Meghalaya 84,631 1,475
Chandigarh 65,515 820
Arunachal Pradesh 55,298 280
Sikkim 32,390 405
Nagaland 32,143 699
Ladakh 21,749 215
Dadra and Nagar Ha}veli and Daman and 10,683 4
Diu
Lakshadweep 10,405 51
Andaman and Nicobar Islands 7,691 129




‘ 2021 SRCP ACTIVITIES “

Free Medical Camp Alumni Meet

World Pharmacist Day 9
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JEEVAN SANTHI, DEPARTMENT OF PHARMACY PRACTICE
SANTHIRAM COLLEGE OF PHARMACY

Nerawada (V), Panyam (P&M), Kurnool (Dist), A.P, India, PIN: 518112.
Ph No: +0851476211.

Email: pharmacypracticesrcp@gmail.com/Website: www.srcpnandyal.edu.in
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